Table S1. E. coli virulence genes in the phageq, and prophage datasets

Position in
Acc. no. HSP/Query | Phage/pro- | phage/prophage
Gene | of gene Note on gene %1I1D? length® phage ID genome* Host Dataset
Increased serum
iss CP001509 | survival 97.96 | 294/294 AB255436 7282..7575 E. coli Phageyy
Shiga toxin 2, subunit
Stx2A AB048837 | A, variant a 100.00 | 960/960 AB255436 1..960 E. coli Phageyy
Shiga toxin 2, subunit
stx2B AEQ005174 | B, variant a 100.00 | 270/270 AB255436 972..1241 E. coli Phageyy
Increased serum
iss CP001509 | survival 97.96 | 294/294 AP004402 59825..60118 E. coli Phageyy
Shiga toxin 2, subunit
Stx2A AB048837 | A, variant a 100.00 | 960/960 AP004402 53207..54166 E. coli Phageyy
Shiga toxin 2, subunit
stx2B AE005174 | B, variant a 100.00 | 270/270 AP004402 54178..54447 E. coli Phageyy
Increased serum
iss CP001509 | survival 97.96 | 294/294 AP005153 57926..58219 E. coli Phageyy
Shiga toxin 1, subunit
stx1A EF079675 | A, variant a 100.00 | 948/948 AP005153 51319..52266 E. coli Phagegy
Shiga toxin 1, subunit
stx1B AM230663 | B, variant a 100.00 | 270/270 AP005153 52276..52545 E. coli Phageyy,
Increased serum
iss CP001509 | survival 97.96 | 294/294 AP005154 60766..61059 E. coli Phageyy,
Shiga toxin 2, subunit
Stx2A AB048837 | A, variant a 100.00 | 960/960 AP005154 52841..53800 E. coli Phageyy
Shiga toxin 2, subunit
stx2B AE005174 | B, variant a 100.00 | 270/270 AP005154 53812..54081 E. coli Phageyy,
Increased serum
iss CP001509 | survival 100.00 | 294/294 EU078592 18037..18330 E. coli Phagegy
Shiga toxin 2, subunit
Stx2A AB015057 | A, variant c 100.00 | 960/960 FM180578 22702..23661 E. coli Phageyp




Shiga toxin 2, subunit

stx2B AB071845 | B, variant c 100.00 | 270/270 FM180578 23673..23942 . coli Phageqp
Increased serum

iss CP001509 | survival 97.96 | 294/294 HM208303 28198..28491 . coli Phageqp
Shiga toxin 2, subunit

Stx2A AB048837 | A, variant a 100.00 | 960/960 NC_000902 20953..21912 . coli Phageqp
Shiga toxin 2, subunit

stx2B AEQ005174 | B, variant a 100.00 | 270/270 NC_000902 21924..22193 . coli Phageyp
Increased serum

iss CP001509 | survival 97.96 | 294/294 NC_000924 28073..28366 . coli Phageyy,
Shiga toxin 2, subunit

Stx2A AB048837 | A, variant a 100.00 | 960/960 NC_000924 21462..22421 . coli Phageyy
Shiga toxin 2, subunit

stx2B AE005174 | B, variant a 100.00 | 270/270 NC_000924 22433..22702 . coli Phageyy,
Increased serum

iss CP001509 | survival 99.32 | 294/294 NC_001416 46459..46752 . coli Phageyy,
Shiga toxin 2, subunit

Stx2A AB252836 | A, variant e 100.00 | 960/960 NC_003356 17502..18461 . coli Phageyy
Shiga toxin 2, subunit

stx2B AB252836 | B, variant e 100.00 | 264/264 NC_003356 18474..18737 . coli Phageyy,
Increased serum

iss CP001509 | survival 97.96 | 294/294 NC_003525 59825..60118 . coli Phageyy,
Shiga toxin 2, subunit

Stx2A AB048837 | A, variant a 100.00 | 960/960 NC_003525 53207..54166 . coli Phageyp
Shiga toxin 2, subunit

stx2B AEQ05174 | B, variant a 100.00 | 270/270 NC_003525 54178..54447 . coli Phageyy
Shiga toxin 1, subunit

Sstx1A AF461168 | A, variant a 100.00 | 948/948 NC_004813 19345..20292 . coli Phageyy
Shiga toxin 1, subunit

stx1B AM230663 | B, variant a 100.00 | 270/270 NC_004813 20302..20571 . coli Phagey,
Increased serum

iss CP001509 | survival 97.96 | 294/294 NC_004913 59323..59616 . coli Phagey,
Shiga toxin 1, subunit

stx1A EF079675 | A, variant a 100.00 | 948/948 NC_004913 52716..53663 . coli Phagey,
Shiga toxin 1, subunit

stx1B AM230663 | B, variant a 100.00 | 270/270 NC_004913 53673..53942 . coli Phageyy




Increased serum

iss CP001509 | survival 97.96 | 294/294 NC_004914 62163..62456 E. coli Phageqp
Shiga toxin 2, subunit

Stx2A AB048837 | A, variant a 100.00 | 960/960 NC_004914 54238..55197 E. coli Phageqp
Shiga toxin 2, subunit

stx2B AEQ005174 | B, variant a 100.00 | 270/270 NC_004914 55209..55478 E. coli Phageqp
Increased serum

iss CP001509 | survival 97.96 | 294/294 NC_008464 7282..7575 E. coli Phageyp
Shiga toxin 2, subunit

Stx2A AB048837 | A, variant a 100.00 | 960/960 NC_008464 1..960 E. coli Phageyy,
Shiga toxin 2, subunit

stx2B AE005174 | B, variant a 100.00 | 270/270 NC_008464 972..1241 E. coli Phageyy
Type III secreted

cif AY128535 | effector 98.12 | 849/849 NC_009514 22171..23018 E. coli Phageyy,
Increased serum

iss CP001509 | survival 97.95 | 294/293 NC_010237 29753..30045 E. coli Phageyy,
Shiga toxin 2, subunit

Stx2A AB048837 | A, variant a 100.00 | 960/960 NC_010237 23167..24126 E. coli Phageyy
Shiga toxin 2, subunit

stx2B AE005174 | B, variant a 100.00 | 270/270 NC_010237 24138..24407 E. coli Phageyy,
Shiga toxin 1, subunit

Stx1A AF461168 | A, variant a 100.00 | 948/948 NC_011356 19896..20843 E. coli Phageyy,
Shiga toxin 1, subunit

stx1B AM230663 | B, variant a 100.00 | 270/270 NC_011356 20853..21122 E. coli Phagegp
Shiga toxin 2, subunit

Stx2A AB015057 | A, variant c 100.00 | 960/960 NC_011357 24715..25674 E. coli Phageyy
Shiga toxin 2, subunit

stx2B AB071845 | B, variant c 100.00 | 270/270 NC_011357 25686..25955 E. coli Phageyy
Heat-labile

ItcA EU113254 | enterotoxin A subunit 82.08 | 558/777 NC_015209 8872..9429 Vibrio cholerae Phagey,
Shiga toxin 2, subunit

Stx2A AY143336 | A, variant a 100.00 | 960/960 NC_018846 23934..24893 E. coli Phagey,
Shiga toxin 2, subunit

stx2B AE005174 | B, variant a 100.00 | 270/270 NC_018846 24905..25174 E. coli Phagey,
Increased serum

iss CP001509 | survival 97.96 | 294/294 NC_ 019442 30352..30645 E. coli Phageyy




Shiga toxin 2, subunit

Stx2A JQO011318 | A 100.00 | 960/960 NC 019442 24437..25396 E. coli Phagegy
Shiga toxin 2, subunit

stx2B AE005174 | B, variant a 100.00 | 270/270 NC_019442 25408..25677 E. coli Phagegy
Increased serum

iss CP001509 | survival 99.32 | 294/294 NC_019711 45056..45349 Enterobacteria Phagegy
Increased serum

iss CP001509 | survival 99.32 | 294/294 NC_019723 44858..45151 Enterobacteria Phageyp
P-related fimbriae uid12624_0.

prfB CP003109 | regulatory gene 80.43 | 695/882 2 8253..8947 Proteus mirabilis HI4320 Prophage

uid15637_0. Shigella boydii CDC 3083-

iha CP001063 Adherence protein 100.00 | 2091/2091 6 24281..26371 94 Prophage
Increased serum uid16235_0.

iss AE014075 | survival 100.00 | 342/342 0 18135..18476 E. coli 536 Prophage
Increased serum uid16259_0.

iss AE014075 | survival 100.00 | 342/342 5 17949..18290 E. coli UTI89 Prophage
Increased serum uid16718_0.

iss AE014075 | survival 100.00 | 342/342 8 17948..18289 E. coli APEC 01 Prophage
Increased serum uid18057_0.

iss CU928160 | survival 100.00 | 342/342 6 19928..20269 E. coli SE11 Prophage
Increased serum uid18281_0.

iss CP001665 | survival 100.00 | 294/294 3 13141..13434 E. coli B str. REL606 Prophage
Increased serum E. coli str. K-12 substr.

iss CP001509 | survival 98.98 | 294/294 uid225_0.2 13786..14079 MG1655 Prophage
Non-LEE encoded

nleA AE005174 | effector A 100.00 | 1326/1326 uid226_0.4 43993..45318 E. coli 0157:H7 str. Sakai Prophage
Increased serum

iss CP001509 | survival 98.30 | 294/294 uid226_0.6 33098..33391 E. coli 0157:H7 str. Sakai Prophage
Shiga toxin 1, subunit

stx1A EF079675 | A, variant a 100.00 | 948/948 uid226_0.9 27732..28679 E. coli 0157:H7 str. Sakai Prophage
Shiga toxin 1, subunit

stx1B AM230663 | B, variant a 100.00 | 270/270 uid226_0.9 27453..27722 E. coli 0157:H7 str. Sakai Prophage
Non-LEE encoded E. coli O157:H7 str.

nleA AEQ05174 | effector A 100.00 | 1326/1326 uid259_0.0 1363..2688 EDL933 Prophage
Non-LEE encoded E. coli O157:H7 str.

nleB AE005174 | effector B 100.00 | 981/981 uid259 0.11 | 33428..34408 EDL933 Prophage




Non-LEE encoded

E. coli O157:H7 str.

nleC AEQ005174 | effector C 100.00 | 993/993 uid259_0.11 | 34469..35461 EDL933 Prophage
Increased serum E. coli O157:H7 str.
iss CP001509 | survival 97.96 | 294/294 uid259_0.3 28045..28338 EDL933 Prophage
Shiga toxin 2, subunit E. coli O157:H7 str.
Stx2A AB048837 | A, variant a 100.00 | 960/960 uid259_0.3 21434..22393 EDL933 Prophage
Shiga toxin 2, subunit E. coli O157:H7 str.
stx2B AEQ005174 | B, variant a 100.00 | 270/270 uid259_0.3 22405..22674 EDL933 Prophage
Tir-cytoskeleton E. coli O157:H7 str.
tccP JX101866 | coupling protein 99.90 | 1035/1035 uid259_0.4 43407..44440 EDL933 Prophage
Shiga toxin 1, subunit E. coli O157:H7 str.
Stx1A EF079675 | A, variant a 100.00 | 948/948 uid259_0.8 29652..30599 EDL933 Prophage
Shiga toxin 1, subunit E. coli O157:H7 str.
stx1B AM230663 | B, variant a 100.00 | 270/270 uid259_0.8 29373..29642 EDL933 Prophage
Prophage-encoded
type III secretion E. coli O157:H7 str.
espJ AE005174 | system effector 100.00 | 654/654 uid259_0.9 568..1221 EDL933 Prophage
Tir-cytoskeleton E. coli O157:H7 str.
tccP AB253545 | coupling protein 97.32 | 1155/1155 uid259_0.9 1546..2700 EDL933 Prophage
Shiga toxin 2, subunit uid27739_0. E. coli O157:H7 str.
Sstx2A AB015057 | A, variant ¢ 100.00 | 960/960 12 30593..31552 EC4115 Prophage
Shiga toxin 2, subunit uid27739_0. E. coli O157:H7 str.
stx2B AB071845 | B, variant ¢ 100.00 | 270/270 12 30312..30581 EC4115 Prophage
Non-LEE encoded uid27739_0. E. coli O157:H7 str.
nleA CP001164 | effector A 100.00 | 1326/1326 4 44088..45413 EC4115 Prophage
Increased serum uid27739_0. E. coli O157:H7 str.
iss CP001509 | survival 98.30 | 294/294 5 28841..29134 EC4115 Prophage
Increased serum uid27739_0. E. coli O157:H7 str.
iss CP001509 | survival 97.96 | 294/294 8 13121..13414 EC4115 Prophage
Shiga toxin 2, subunit uid27739_0. E. coli O157:H7 str.
Stx2A AB048835 | A, variant a 100.00 | 960/960 8 19072..20031 EC4115 Prophage
Shiga toxin 2, subunit uid27739_0. E. coli O157:H7 str.
stx2B AE005174 | B, variant a 100.00 | 270/270 8 18791..19060 EC4115 Prophage
Shiga toxin 2, subunit uid30045_0. E. coli O157:H7 str.
Stx2A AB015057 | A, variant c 100.00 | 960/960 11 30593..31552 TW14359 Prophage




Shiga toxin 2, subunit uid30045_0. E. coli O157:H7 str.

stx2B AB071845 | B, variant c 100.00 | 270/270 11 30312..30581 TW14359 Prophage
Non-LEE encoded uid30045_0. E. coli O157:H7 str.

nleA CP001164 | effector A 100.00 | 1326/1326 3 44089..45414 TW14359 Prophage
Increased serum uid30045_0. E. coli O157:H7 str.

iss CP001509 | survival 98.30 | 294/294 4 28841..29134 TW14359 Prophage
Increased serum uid30045_0. E. coli O157:H7 str.

iss CP001509 | survival 97.96 | 294/294 8 13121..13414 TW14359 Prophage
Shiga toxin 2, subunit uid30045_0. E. coli O157:H7 str.

Stx2A AB048835 | A, variant a 100.00 | 960/960 8 19072..20031 TW14359 Prophage
Shiga toxin 2, subunit uid30045_0. E. coli O157:H7 str.

stx2B AE005174 | B, variant a 100.00 | 270/270 8 18791..19060 TW14359 Prophage
Increased serum uid30681_0. E. coli BL21-

iss CP001509 | survival 100.00 | 294/294 0 17195..17488 Gold(DE3)pLysS AG Prophage
Increased serum

iss AE014075 | survival 100.00 | 342/342 uid313_0.1 16896..17237 E. coli CFT073 Prophage
Increased serum uid32509_0.

iss CP001665 | survival 100.00 | 294/294 10 7959..8252 E. coli 026:H11 str. 11368 | Prophage
Non-LEE encoded uid32509_0.

nleA AM422003 | effector A 100.00 | 1323/1323 11 47981..49303 E. coli 026:H11 str. 11368 | Prophage
Increased serum uid32509_0.

iss CP001665 | survival 100.00 | 294/294 15 17552..17845 E. coli 026:H11 str. 11368 | Prophage
Shiga toxin 1, subunit uid32509_0.

Sstx1A AF461168 | A, variant a 100.00 | 948/948 4 9029..9976 E. coli 026:H11 str. 11368 | Prophage
Shiga toxin 1, subunit uid32509_0.

stx1B AM230663 | B, variant a 100.00 | 270/270 4 9986..10255 E. coli 026:H11 str. 11368 | Prophage
Tir-cytoskeleton uid32511_0.

tccP AB253581 | coupling protein 100.00 | 753/753 1 2154..2906 E. coli 0103:H2 str. 12009 | Prophage
Shiga toxin 1, subunit uid32511_0.

stx1A AF461168 | A, variant a 100.00 | 948/948 8 23459..24406 E. coli 0103:H2 str. 12009 | Prophage
Shiga toxin 1, subunit uid32511_0.

stx1B AM230663 | B, variant a 100.00 | 270/270 8 24416..24685 E. coli 0103:H2 str. 12009 | Prophage
Increased serum uid32511_0.

iss CP001509 | survival 98.98 | 294/294 9 15309..15602 E. coli 0103:H2 str. 12009 | Prophage
Shiga toxin 2, subunit uid32513_0.

Stx2A AF525040 | A, variant a 100.00 | 960/960 1 29934..30893 E. coli O111:H- str. 11128 | Prophage




Shiga toxin 2, subunit uid32513_0.
stx2B AF525040 | B, variant a 100.00 | 270/270 1 29653..29922 E. coliO111:H-str. 11128 | Prophage
Shiga toxin 1, subunit uid32513_0.
stx1A EF079675 | A, variant a 99.89 | 948/948 10 16376..17323 E. coliO111:H-str. 11128 | Prophage
Shiga toxin 1, subunit uid32513_0.
stx1B AM230663 | B, variant a 100.00 | 270/270 10 17333..17602 E. coliO111:H-str. 11128 | Prophage
Increased serum uid32513_0.
iss CP001509 | survival 97.96 | 294/294 7 25293..25586 E. coliO111:H-str. 11128 | Prophage
Increased serum uid33375_0.
iss AE014075 | survival 100.00 | 342/342 7 19246..19587 E. coli S88 Prophage
P-related fimbriae uid33409_0.
prfB CP002797 | regulatory gene 99.43 | 882/882 6 49816..50697 E. coli ED1a Prophage
uid33413_0.
iha CuU928162 Adherence protein 100.00 | 2091/2091 2 35448..37538 E. coli 55989 Prophage
serine protease
autotransporters of
Enterobacteriaceae uid33413_0.
pic CU928145 | (SPATE) 100.00 | 4119/4119 2 24563..28681 E. coli 55989 Prophage
serine protease
autotransporters of
Enterobacteriaceae uid33413_0.
SigA AE005674 | (SPATE) 100.00 | 3858/3858 2 47381..51238 E. coli 55989 Prophage
Increased serum uid33415_0.
iss CU928163 | survival 100.00 | 294/294 5 19620..19913 E. coli UMNQO26 Prophage
Increased serum uid33775_0.
iss CP001509 | survival 99.32 | 294/294 1 16998..17291 E. coli BW2952 Prophage
Increased serum uid33775_0.
iss CP001509 | survival 98.98 | 294/294 3 13786..14079 E. coli BW2952 Prophage
Increased serum uid33825_0.
iss AE014075 | survival 100.00 | 342/342 2 20244..20585 E. coli LF82 Prophage
Increased serum uid41221_0. E. coli O83:H1 str. NRG
iss DQ381420 | survival 100.00 | 309/309 1 20065..20373 857C Prophage
Non-LEE encoded uid42729_0.
nleB CP001846 | effector B 100.00 | 981/981 10 756..1736 E. coli O55:H7 str. CB9615 | Prophage
Prophage-encoded uid42729_0.
espJ AE005174 | type III secretion 100.00 | 654/654 9 31499..32152 E. coli O55:H7 str. CB9615 | Prophage




system effector

Tir-cytoskeleton uid42729_0.

tccP AB355995 | coupling protein 100.00 | 852/1014 9 32477..33328 E. coli O55:H7 str. CB9615 | Prophage
Increased serum uid43693_0.

iss CP004009 | survival 100.00 | 294/294 10 18670..18963 E. coli IHE3034 Prophage
Increased serum uid43693_0.

iss AE014075 | survival 100.00 | 342/342 6 17949..18290 E. coli IHE3034 Prophage
Increased serum uid50883_0.

iss AE014075 | survival 100.00 | 342/342 1 20699..21040 E. coli UM146 Prophage

Salmonella enterica subsp.

Non-LEE encoded uid63211_0. enterica serovar

nleC FN543502 | effector C 80.51 | 780/993 1 32756..33535 Typhimurium str. UK-1 Prophage

@Percent identity between the best matching virulence gene in the VirulenceFinder E. coli database and the corresponding sequence in the input
genome. PHSP length: The length of the High-Scoring Segment Pair (HSP), which is the alignment between the virulence gene in the VirulenceFinder E.
coli database and the corresponding sequence in the input genome. Query length: The length of the virulence gene in the VirulenceFinder E. coli
database. “Start position..end position.




